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I. AMF-NDMENTS 

A.. Tl ^ THIS SPEC TCTfiATION! 

second full paragraph: 

-p'^iii^d^'lecc.es e.c.di, Bn.am«pol^des exp«s»edbya..PNAe,««ai.s o.^ 

^ enzyme of the present invention. ~ 



jBtagtapIl be^nntog with "Figure 9": 



i^i^^^TZ^i,, Ml-lengfl. DNA C5BQ ID NO.: 3S) »,d corresponding **Bed 
^0_«>id sequent (SEQ ID NO. 36) of 



aminotransferase. 

^ Figure 10 shows the fall-length DNA (SEQ ID NO.: 39) and corresponding deduced 

\ aminoaoidsequence(SEQmNO.:40)of^9«(rexaspartateanunotransfe^^^^^^ 

Figi^e n i« a diagram of the a3sa>njsedto«an^^ 
proteins using glutamate dehydrogenase.^ 



P,=„=«.«tofo.lowing»end=dpa«^in«tto^edfi-toonp.g=6>pl^otfl^ 
p™gr.plbeginningmth"In.ccord«.«wi*»«P«<»''^P»«-'"--»™--'*=f°^ 



full paragraph: 



____^JZ^^^^^^ ^tt«r aspect of tte pr««« invBMkm. to. >« provided i«.I««J 
p«l^»leotide.eacodtag*c»^«oftop«.ea.inv«««on. Tte d.po.i»d ma^ria. .s . 
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■/^ Z:o^ L compris ing ^ PNA.». ^ ^ ' PQB CQ-^ 



Inc.. Chatsworf h. CA).-' 



paragraph tagging with "Tnms«miiu»es m, Highly ttereoselective. 

»e highly «ar»s.t«Sv^ ™l mos. ^ L-amino acids as " 



™Dcccmb=r7J996«.dea«.4Xo«W»»rialE»z,m.D.v=lopmcnCthcd^I.™rcof 
which ia i^r^ herein by «fe«nce ta i» entirety, one c«. convert the .ra.»mm»ea of Sie 
a invention.o«acD-a.ninoaciasas.uh..r,«., S»ob conversion makes poaa«>Ie.hro^««y«f 
r trsnsanrinaseap^Hcsdona. Forta.».ce.D.V*ec«.honscdinfl»man»fcc««ofs,n*e..c 
p5,*™ds.D-phenylg.ycineanditsdedvativesc«.be»seM.scon,ponentsofP-lac.an. 
lio.ie..Bur*er*e.hernros,ah,etransa,nh„seshavesapeHors.ahUi«,.higher^^ 

and inorganic solvents. Ttas, 4cy arohe*, s.U.ed.0 n.iU» eithe^I, .^orO-n^'^ ^ «>r 
f.^^.^.nofo».icallvpwe^r ^mponnds-«sedmpharm^ . 

chemical manfactures,-^ 

Please enter the following amended paragraphs^i^to the ^^^^^^ 

parag aph beginning wiHi "Ammonifex degensif. 

/ :ZHn,nnifex bp aminotransferase 

5'-CCGAG^ 



^AATTCATTAAAGAGGAGAAATTAACTATGGCAGTCAAAGTGCGGCCT 
(SEQIDNO:33) 

3'-CGGAGGATCCTrATCCAAAGCTTCCAGGAAG (SEQ ID NO: 34) 
Homology information: 

Closet to BacUlus subtilis (reference; Henner. D.J .. Band., Flaggs G.. Chen E^i 

Gene 49:147452(1886). Percent similarity:65. 084 Percent Identity 44^- 
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